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ABSTRACT
I solve puzzles for a living. Over the last few years, I’ve
tried to make this activity useful to biologists and scientists
in general. This talk will give an overview of some of those

attempts, involving the use of combinatorial design to re-
duce the size of experimental search spaces, visualization of
experimental data, and biochemical calculations using DNA.
I will attempt to convey the ideas and show the tools rather
than focus on mathematical details.
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